Q;\
Z\RG

Wheat data on GnplS
the INRA URGI plant information system

Michaél Alaux

ITMI 19th & COST Tritigen 3th
Clermont-Ferrand

August 31-September 4th, 2009



2543\(3' GnplS the URGI Information System

e )
— - |
URGI Graphical Alignment visualizer
There are 16 bio-objects in the complete draw. -
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zﬁml GnpGenome: wheat physical map

+ GBrowse interface for Wheat 3B physical map
http://urgi.versailles.inra.fr/gbrowse/cqi-bin/gbrowse/\Wheat FPC/

Wheat 3B FPC physical map v1.1

Showing 2.5 Mbp from Chr3B, positions 117,879,825 to 120,379,824

B Instructions

Search using a sequence name, gene name, locus, or other landmark. The wildcard character * is allowed. To center on a location, click the ruler. Use the Scrc
change magnification and position.

To switch to another organism, use the Data Source menu.

Examples: Chr3B:117879825.120379824, Chr3B_random:21879825. 22937982

[Hide banner] [Bookmark this] [Link to Image] [High-res Image] [Help] [Reset]

= Search

Landmark or Region: Reports & Analysis:

Chr3B:117879825..120379824 Search Download GFF File: ~  Configure... Go |

Data Source

. . ScroliZoom: <</ /| Show 2.5 Mbp ~ 22 EIFi
Generic - Wheat 3B FPC physical map - P P
= Overview
Ouerview of Ehn3B” ) ) ) ) ) ) )
on 1001 200H 3001 400H 5001 001 700N 001
= Details
118 118m 120M
Contigs
ctE9t
g0z
Harkers
.\u'iuiparnus—SE .Xt:Ppid()S—SB .)<ch21()E—SB .><ch1181—38

BACs
38.026 B20 3B_108_GO938_093_A03  36_134 014 3B_026_E0L 38_106_F14 3B_065_NpZ 36165 ADE 38_172_[06 3B_007_K23 3B_077_K1E 36022
F L | F 1 F 1t UL 1k 1 A — |
36_046_F15 3B_116_Cod 36_101_F24 3B_016_B24  3B_OGLNOL 3B_011_HoS 35_150_124 36_167_J15  35_078.E13 3B_090_D19 3B_167
—— — — — — P
3B_092_M24  3B_177_D02 3B_054_D02  3B_066_F19 3B_030_F24 3B_114_K07 3B_096_E03 3B_116_J16  3B_013.120  3B_0S5_C15 3B_165
— — — —— =
3E_042_107  3E_O44_ALL 3B_0L4_M15 3B_0E3_J0d 3E_076_FLS 3B_L33_NOG 3B_096_J10 3B_018_F06 3B_0L2_PL7 3EB_024_MO3 . 3BT
IE_067_003  3B_002_C04 3B_0L6_Lot 3B_147_Hz4  IB_OES KOS 3B_1L1_F10 3B_O6L_A0G  3B_OL9_016 IB_OTO_KC
—— — i — ——
38024 M23  3B_0S3_IL0 3B_0D4_NO4 3B_168_J20 38026 D11 3B_OLLE0S 3B 140 A09 3B_017_Po7 3B078.PL0 302
H ; 1 ; 1k 1 F 1 b L | [ | | e I 4
3029 BL0  3B_026_K16 3B_140_J03  3B_026_FoL 3BOOT_HZL  3B_0Z1_G07 3B_0Z3_AL6  3B_L106_BLS
[ pv— [—— —
36_050_F08 3B_075_L23 3148 A05 3B_163_MM4  3BLOSE_I14  3BOROFI4  IBOTS_E20 3B_085_602 3B_115_B02
= — — — P _—
36_053_J10 3B_160_Nog 38_003_P19 3B_045_123  3B_OCLFOS 3B_134_108 3B_079_N1Z  3B_008_009
| | — F 1 ; 1 F 1t i -




zl}dRGl GnpGenome: wheat physical map

+ New version 2.1 (in production soon)
o Contig centric view

2 GBrowse 1.69
o Published version of the 3B FPC assembly giiljexniteazléboS)

_ _ 322:101-104
a Deletion bin track
a All features are now indexed

ﬁ’s"}lN'\)A http://urgi.versailles.inra.fr/gbrowse/cgi-bin/gbrowse/Wheat FPC/  Michaél Alaux 4




LVLJRG GnpGenome: wheat physical map

Ltgi

1 1 1 1 1 1 1 1 ‘
of 100k, 200K 300k 400k, o0k BO0K, o0k, 800k |
ok 100k 200k 00K 400k S0k B0k, 700K SO0k,
. B B H Contig
Contig ot

Deletion bin = Abelongstothe Bin

3B35-0.75-0.57

B B | Markers
Markers ¥eFpLe2-36 unn756-36 BEG37513-36
Yofp183-38 HoFb3417-38
BEHEBACs
BACS 36_039_Hoz 38_037_B10 | m0gE 117 38_136_F24 | 38133010 38,177 P05 |
3B_002_F15 3B_005_HoB 3 057 _F14
3B_061_G14 I RTP AT 3 076_P13 3B_134_L07 '
' 3B_083_008 . 3_108_623  3B_OIL_MOS 36_159_H0G 38_130_502 | 38_150_E15
| 3BL03B_MT ' 3B_073_E2d T 131 3B_1S5_A13 '
| 3B_055_E10 | 163 KIE  36_047_ACB  3B_075_007
' 30_170_02 35_00?_00? It 129002 as_aoz_cié |
35_006_007 3B_023_A0R ' 8177 ¢  3B_176_103  3B_115_CO1
" 38_073_c24 I 36_076. AL | 3174 F24
' 3_099_J02  3B_010_PL3 II. 3175 E1L ;B_013_F14 '
' | 3B_142_G16 " 3B_065_Log ' 3E_140_K10
e I i , i
36_046_B20  3B_062_Po3
36_021_M0B INREE 36_101_103 .
3B_025_122 | © 3Bz HI1L '
3B_164_C19 ' 3B_104_K13
3B_044_L12 . 3B_061_F03

‘: 'i}

IN'\)A http://urgi.versailles.inra.fr/gbrowse/cqgi-bin/gbrowse/Wheat FPC/

Michaél Alaux
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GnpGenome: wheat physical map

» Markers in red have additionnal details in GnpMap

Ok 100k, 200k, 00k, 400k, SO0k, GO0k, FOOk, SO0k,
E B H Contig
ctgl
B B H belongs to the Bin
2B35-0.75-0.57
E B H Markers
HoFplald-3B HmmFo0-3B BEG27213-3B
L ] [ ] [ ]
Aofplai-36 Acfh3dl7?-36
L ]
Name: Xwmm756-3B /
Class: marker El'r . .35_136_F24 . I3Ei_139_tl:1.0“3Ei_1??_P05 .
Type: marker _ 3B_057_E14
Description: 1 Position:
Source: FPC 1 444001..444001 Locus details
ition: ctg1:444001..444001
Pl iE 9 Source: FPC
Length: 1 Locus name : | Xwmm756-38
Contig_hit: "cig1 - 2" (38_046_B20 38_047_ao0g) || Reference: cig1
Name: Xwmm756-3B Zoom to this feature ”?{:re;enrzn;:
36_006_007 ~ Detailed Report |
' 3B 073 024 FPC rESUH: Gene function (manual annotation) : | -
360950 Link to anmap Assignments
Assignments number: 2
FPC (Marker) L 3,—3-052-'303
Map name Reliabilil];;{msg;lrce map L;"rz‘:%e Bin Distance
Neighbour 080407 framework 3B - 5.5
Marker: ReCS 090305 non_framework 3B - BT
Xwmm756-3B
List of Contigs: )
Contig 1/2 <= 3B 046 B20 3B 046 B20 Michaél Alaux 6
3B 047 A08 3B 047 A08
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» BACSs informations

GnpGenome: wheat physical map

ok 100k 200k 300k 400k Bk Ftitle ot S0k

E & H Contig Name: 3B_047_A08
Hm;tibngsto the Bin 3B 047 A08 Class: Sl

BSE-0. 780,67 PGSitit:er_ = Type: BAC
SEEMarker 337201.552001 Source: PG

Jefplaz-38 SﬂurCE'-i:PC n735-1 Position: Chr3B:337201..552001
SrFpLa-ot . Length: 214801
Reference: ctg1 : — .

QR BACs : Contig_hit: "1

3E_039_Hoz .3 Zoom to this feature 3H TR 75638 0 0

ErTazn . ';B_x'ﬁ Detailed Report = Marke.r_hlt. wmm756-

I|3EL061_I314 i 3 FPCT’ESUW 15 Name: 3B_U4?_AUE
| 36_083_008 3B_108 823 - 3130602 3B_150_E15
| 3B_035_M17 ' 3B_073_E24 RV FPC (Clone)
| 3B_055_E10 3B_163_KL8 3B_047_A08
Clone:
3B_047_A08 Contig: 1
List of Markers:
Xwmm756-3B
"}IN'\)A http://urgi.versailles.inra.fr/gbrowse/cgi-bin/gbrowse/Wheat FPC/  Michaél Alaux 7




Zﬁ?\Gl GnpGenome: wheat physical map

» Contig or BAC in green are annotated

I I I I I 1 I I I l
om '

] 1
1M 2 3
B £ | Contig
ctg95d
E B H belongs to the Bin
B350 .76-0.87
E B H Markers
YefhB012-36 BE396265 STSE22-3B BE499655-36 STS142-36 YefhB016-36 STS49-36
L] . . - - L] -
sTs189-38  s7s237-1 Position: 1..3156001 BF202335-36  SungentadS-36 5TS50-36 Sungenta
[ ] [ ] [ ] [ ] [ ] [ ]
§TS37-3B sTsa4-3]  Source: assembly GAD1-3B STS65-3E6 STS66-3B
[ ] [ ] [ ] [ ] [ ]
sTseze-38  5Ts14 Reference: ctg954 PG3-3B  STSE14-3B
[ ] [ ] [ ] [ ]
Zoom to this feature 5[5194-38 ST5PR2-3B
E B R BACs Dptﬂ“ﬂr\l E“EFE:‘L‘
» e
SE_109_K13  3B_159_NOS3E : : - B_172_K2z336_0B1_E14 3B_103_F15 3B_002Z_F093B_132_M2Z 3B_135_J20
JB-105 Kis 38199 Nos3h & L_Link to Annotation (restricted —
E_O06_FOS  B_OOT_LO3 AL b1 3B 036 524 36 117 o2 35 _015_Fo7 36_ 112 GOS  3B_02E_J0g
I { I { { | e
SB_051_K11  3B_062_014 IB_114_P73 3E_095_01d 36_164N19 3B_117_L18 36_ OE5_ 002 35 a07_ N1 E_O01_GIE  3B_005_E0d
F { ¥ { — — — — — —
3B_046_C24  3B_047_J20 IB_005_BL0 3E_071_FO73IB_16A\I13 3B_153_GL63E_112_E0d 36 a73_ P12 38001 H17 3B_005_B23
I { I { | | I { I { — I { -
36_093_HOF  3B_0ES_C22 36_015.C0F 3B_040_F1z  36_04N\D013B_005_L18 36_033_L10 ;B_agla_mg 35 102_Hod 36_109_K15

Link to the wheat BAC annotation browser

i IN'\)A http://urgi.versailles.inra.fr/gbrowse/cqgi-bin/gbrowse/Wheat FPC/

Michaél Alaux
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GnpGenome: wheat BAC annotation

Pﬁ%ruieu of contig_ctg954

]
0|~1_| 1M 2M 3M
Ok, 10k 20k 30k dik Gk Gk Tk G0k S0k 1ok,
1 Contig
Contlg ctgosd
BAC H H
BACs 38_005_B23 Link to physical map
Annotations (““"“) = com a covm
¢~ ISBP
ISBP_cfpSool  ISEP_cfpSooz ISBP_cfpSoos
= — —
55K
SSR_cfhenns SSR_cfha0oi-cfhe0sn S5R_cfhadoa-cfhansl
— — —
SSR_cfhenas SSR_cfhenol  S35R_cfhadsz
= [ o
SSR_cfhe0sd-cfhenss SSR_cfhenoz
Markers = b e
SSR_cFhenog SSR_cfhenos
— —
SSR_cfhenod
Fi
SHP
5T5 H
_ wtsanas ) «— Link to GnpMap
[ ]
’TIR
TIR_rph? _TIR_GO0l TIR_rph7_TIR_O005  TIR_rph7_TIR_0G
I I I
TIR_rph7 _TIR_tdoz TIR_rph7 _TIR_G006 TIR_rph7_TIF
I I I
TIR_rph7 _TIR_0Q03 TIR_rph? _TIR_OO07
I I
-< TIR_rph7_TIR_0o0d  TIR_rphy _TIR_G00E
I I
Repeats i
LTR_rph7 _LTR_O001 LTR_rph7_LTR_0003 rph7 _LTR_0005
= = -
LTR_rph7 _LTR_0o02 rph7_LT
=] —
LTR_rph7 _LTR_tdod LTR_rp
[~ a
-~
o IN'\)A http://urgi.versailles.inra.fr/gbrowse/cgi-bin/gbrowse/Wheat FPC/  Michaél Alaux 9




2‘\/51«3' GnpGenome: wheat physical map

» Searches examples

= a marker with wildcards: *wmm756*

as

Landmark or Region:
“wimm 756* Search |
a

Generic - Wheat 3B FPC physical map v2.1 - ScrolliZoom: Sl sl it OF

= Qverview
ctgl H
1 1 1 1 1 1 1 1
0k 100k 200k 300k 400K, || 500k BO0K 700K BO0K
= Details
444000 444010
EIE | Contig
ctgl
B B | belongs to the Bin

3B58-0.75-0.57

— Xwmm756-3B

36_114_F1a
3B_047_AOS
3B_066_I17
3B_129_J02
3B_076_Al3
36_159_H0a
3B_175_E11
3B_065_L0g
3B_07a_P13
3B_143_J13
3B_177_104
3B_062_P03

; IN'\)A http://urgi.versailles.inra.fr/gbrowse/cqgi-bin/gbrowse/Wheat FPC/  Michaél Alaux




z}ﬁGl GnpGenome: wheat physical map

= a bin: 3BS8-0.78-0.87

Landmark or Region: o}%hgl o Es o P o o Toli o |
3B58-0.78-0.87 earch |
2 ok 100K 200k 300K 400K 500k 00k 700K 00K
Generic - Wheat 3B FPC physical map v2.1 - =mtcimtiu
cte
The following 41 iagiene=-match your request. EE@belongs to the Bin
3B38-0.76-0.57
Matches on ctg1 SE@Markers
JYoFp1se-38 7 56-36 pEsaraLa-a8
ctel Jiotplas-a8 Hopn3i17-38
+ + + + + + EE@BACS
Ok 100k 200k, FO0k, ik, SOk, GO0k, 3B_039_Ho2 3B_037_B10 3B_086_117 3B_136_F24 3B_139_010 38_177_PO5
Hatches 3BSG-0.... 36_002_F15 3B_003_K0§ 36_057_El4
36_061 614 38114 L12 38_076_F13 36_134_Lo7
3B$8-0.78-0.87 bin:FPC(3BS8-0.78-0.87) ctg1:1 bp..519.6 kbp (819.6 kbp) 38_083_008 38_108_623 38_031_M05 3B_150 M5 3B_130_G02 3B_150_E15
36_039_17 36_073 E24 36113113 36_159_AL3
Matches on ctg11 3B_055_ELO JB_163_K18 3B_047_A0B 3B_075_007
3B_170_n02 36_007_007 3B_031_M10 38_129_102 36_002_C13
chell 3B_006_007 36_023 A0S BATT_I04 376103 3B_115 Lol
} 36_073_C24 3B_076_AL3 38_174_F24
oM 1M
Hatches 3B35-0....
3B58-0.78-0.87 bin'FPC(3BS8-0 78-0 87) ctg11-1 bp_1.552 Mbp (1.552 Mbp) score=n/a
Matches on ctg150
Ctgiso 1 1 1 1 1 1 1 1 1
oK 100k 200k 300k 400k 500k B0k, 700k, 800k, aook
Hatches 3B35-0....
3B58-0.78-0.87 bin'FPC(3BS8-0 78-0 87) ctg150:1 bp_928 8 kbp (928 8 kbp) score=n/a
Matches on ctg166
ctelss . .
ori 1 2
Hatches 3B35-0....
3B58-0.78-0.87 bin'FPC(3BS8-0 78-0 87) ctg166:1 bp_2 97 Mbp (2.97 Mbp) score=n/a

Matches on ctg219

Michaél Alaux

IN'\)A http://urgi.versailles.inra.fr/gbrowse/cgi-bin/gbrowse/Wheat FPC/
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2‘}3’@ GnpGenome: wheat

+ Perspectives
o Physical maps of other wheat chromosomes

o Access to the physical map by a deletion bin view E

IR E———E

2 Next version of the wheat BAC annotation browser
directly loaded by TriAnnot pipeline

3;!’5"!} IN'\)A http://urgi.versailles.inra.fr/gbrowse/cqgi-bin/gbrowse/Wheat FPC/

Michaél Alaux 12
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URGI Graphical Alignment visualizer

There are 16 bia-oljects in the complete draw.
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TVPE - Sequence
Lambua,
Bin_Object #1 to #16 are displayed ivar
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GnpMap

+ The genetic mapping database

http://urqi.versailles.inra.fr/GnpMap/

Map name Population Taxon

ARE 050606 ARE Triticum aestivum
AXO 050428 AXOD Triticum aestivum
CtCs 040630 CiCs Triticum aestivum
DEL 050308 Deletion Triticum aestivum
Ditelo 050308 MNT DT Triticum aestivum
ITMI 040618 [Tl Triticum aestivum
Meighbour 080407 |TaVitualPopl3 | Triticum aestivum
MulliTetra 050208 MNT DT Triticum aestivum
EER 040618 EER Triticum aestivum
EER 050614 EER Triticum aestivum
RLAC 071219 RLAC Triticum aestivum
ReCS 090305 ReCS Triticum aestivum
S0ds 071219 S0ds Triticum aestivum
SumStoa 0903235 SumStoa | Triticum aestivum
SupBW 071212 SupBwW Triticum aestivum
TXO 050621 TXO Triticum aestivum

TaVirtualPopl1 071219|(TaVirtualPopl1

Triticum aestivum

TaVirualPopl2 090219(TaVirtualPopl2

Triticum aestivum

WulMa 071219 Wuhla

Triticum aestivum

v 16 wheat genetic maps with

different versions of:

ARE, AXO, CtCs, ITMI, RER, Neighbour,
RLAc, ReCS, SOds,

SumStoa,SupBW, TXO,TaVirtualPop, WuMa.

v 3 wheat cytogenetic maps:
DEL, Ditelo, NulliTetra.

v more than 10 000 wheat markers
v' more than 500 wheat QTLs

Data transfer to public site in progress

Michaél Alaux 14
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2 Marker results

Map name Marker name  Marker type Chromosome Distance cM

L\ \

OO OO O O

http://urgi.versailles.inra.fr/GnpMap Michaél Alaux 15
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2}}’\(3 GnpMap

a QTL results

QTL name Trait

\ \

> O

http://urgi.versailles.inra.fr/GnpMap

Localization

\

-

Michaél Alaux
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URGI Graphical Alignment visualizer

There are 16 bia-oljects in the complete draw.

ET6_AT_S82. 11435005

11972954

avinaTss

L3471
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NAME : 1300262
TVPE - Sequence
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Z 56 GnpSNP

+ The polymorphism database
http://urgi.versailles.inra.fr/IiGnpSNP

2 SUbSNP results

| Information

Display results per page

2091 items found, displaying 1 to 10

Position on the Ref Seq

<12345»
|Results
SubSNP name Line
& [Help] / / o
e ——
# (SubSNP namh Project Batch ( Line Ref. sequence (Eosition on ref. seq. >
1 | INRA CT=m=r=PBA 343 1 |CP1P5 |INRA CF ASP-E5|~TrP9sl_ |consensus PBF A
2 |INRA CF ASP PbfA 343 14|CP1PA (INRA CF ASP-5| Renan |consensus PBF A 343
3 |INRA CF ASP PbfA 343 16| CP1PA [INEA CF ASP-5| Récital |consensus PBF A 343
4 | INRA CF ASP PbfA 343 2 |CP1PA (INRA CF ASP-A5 Opata consensus PBF A 343
5 |INRA CF ASP PbfA 343 22| CP1P5 [INEA CF ASP-5|  Arche consensus PBF A 343
6| INRA CF ASP PbfA 343 4 |CP1P5 [INEA CF ASP-5|Seu Seun 27 |consensus PBF A 343
7| INRA CF ASP PbfA 343 9 |CP1P5 (INRA CF ASP-5 Flint consensus PBF A 343
8 | INRA CF ASP PbfA 964 1 |CP1P5[INRA CF ASP-5| W7984 |consensus PBF A 964
g |INRA CF ASP PbiA 964 10| CP1PA|[INRA CF ASP-5| Libellula |consensus PBF A 964
10{INRA CF ASP PbfA 964 11| CP1P5s |INRA CF ASP-A Elo consensus PBF A 964

Michaél Alaux
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a Genotype

GnpSNP

| Information

Wit 1235

Dispiay 10 =] resuls per page
27 items found. displaying 1 o 10

|Results

o [Helpl

The batch [NEA CF ASP.G contains 3T markers

Positions

W78s
Opaim
EP.'IIM'SE Spring
Sau Seyun FT
Thatcher
Ausstra-Bankuti
Fling

Liballigia

DIP (deletion/insertion)

N\

SubSNP T/C

\E | 740
3

333 | 401 | 512 | 538 | 596 | 613 841 849
<:|m:> Rlr|¥|e|¥ ¥ DIP
CACTACTOGACATGLT TAGARGTT T TGAGEIGUOGCATAT T IGCCLAANGCAATES | G & i L T 5] = T A | m—————
clajeleclr]ls]slec) s |——
A TAC TG A AT T TAGAAGTTTTGAGTGCOGCATATTIGOCGAAGCAATGS | & & iC [ T [H] [ T A | =
CACTACTOGACATCGLT TAGAAGTTT TGAGTGCOGCATATT IGCCLAAGCAATGS | @ & T C T [ (] T &
CACTACTCGACATGGTTAGAMGTTTTGASTGCCGEATATTTOCooAMGEATSG | ¢ [ A [c e T ]| T ] A
CACTACTOGACATGGTTAGARGTTITGAGTGOOGCATATTIGOGEAAGCAATGS | © & iC C T [ ] T A | =m—m———————
CACTACTOGACATGET TAGAAGT T T TGAGTGCOGCATATT TGCGRAAGCAATGS | & ' C [ T e} ] T A | ————
CACTACTCGACATGCTTAGAAGTTTTGAGTGCOGCATATTToCooAMGcANTes | ¢ [a [Tl T | & | ——
CACTACTCGACATGGTTAGAAGTTTTGAGTGCOGCATATTTOCGoAMGCAMTSS | 6 [ A [c | c | 7|6 |6 | c | ¢ |cocansosc
CACTACTOGACATGGT TAGAAGTTT TRAGTGCCGCATATTTGOGOAMGCARTGS | G A C i T e} [} s nea

M, il

http://urgi.versailles.inra.fr/GnpSNP

Michaél Alaux
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URGI Graphical Alignment visualizer

There are 16 bia-oljects in the complete draw.
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SIReGal

+ The genetic collection database
http://urgi.versailles.inra.fr/siregal

Accessions

Results

The query has been restricted on: CEREALS

& [Help

Display | 20 |Z| results per page

Accession name

# |Accession numbel

1
2
3
4
5
6
7
8
9

10
il
12
13
14
15
16
17
18

A

27
7902
7903
8693
8485

1721 items found, displaying 1 to 20 /

Accession name

e

~—Taxon = Triticum aestivum

@ Biological status
Triticu

= estivum | Breeding/research material

(210-14*AV)14

Triticum aestivum aestivum|Breeding/research material

(210-14*AV)16

Triticum aestivum aestivum | Breeding/research material

(3-T"PEB3)22

Triticum aestivum aestivum | Breeding/research material

(68*VIME3

Triticum aestivum aestivum | Breeding/research material

(95-13"BEZDSTAIA)3-3

Triticum aestivum aestivum | Breeding/research material

(ASVIM4*BCPM

Triticum aestivum aestivum | Breeding/research material

(AUTAV)3T4

Triticum aestivum aestivum | Breeding/research material

(AU*AV)83

Triticum aestivum aestivum | Breeding/research material

(AV*109)11

Triticum aestivum aestivum | Breeding/research material

(BELLEVUE*PEVELE)1-2|Triticum aestivum aestivum|Breeding/research material

(BEZOSTAIA*PRIEURISS | Triticum aestivum aestivum|Breeding/research material

(C*V

Triticum aestivum aestivum | Breeding/research material

(C*V)T-

Triticum aestivum aestivum | Breeding/research material

(CT"D)86

Triticum aestivum aestivum|Breeding/research material

[CT"D)86

Triticum aestivum aestivum | Breeding/research material

[CT"MO)b102

Triticum aestivum aestivum | Breeding/research material

(L7*61)109

Triticum aestivum aestivum|Breeding/research material

(MH*L7-61)82

Triticum aestivum aestivum | Breeding/research material

Country
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA
FRA

Michaél Alaux
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http://urgi.versailles.inra.fr/siregal

SIReGal

Accession: (210-13*M)1-37

Identification Identification Distribution Distributor
Accession number : | 27 Presence status : | Maintained
Accession name - | (210-13"M)1-37 Available - | Yes, with restrictions
Synonyms : | ECPGR: GVS 1181 [] Distributor(s) - | Unite Mixte de Recherche Amelioration et Sante des Plantes, INRA
Subspecies : | Triticum aestivum aestivum
Pedigree - | Ae. ventricosa 11/COURTOT/MOISSON Collections COI |ect| on
Biological status : | Breeding/research material
Comment : | - bort of .| WHEAT INRA COLLECTION
WHEAT NATIONAL COLLECTION
Origin Ori g in

» Geographical origin - France

» Holding institution : Unite Mixte de Recherche Amelioration et Sante des Plantes. INRA

Evaluation data Phenotypic data

- | Days to heading (Counted as days from sowing to 50% of panicles fully emerged) 136

- Scale of days to heading | 6

- Wheat awnedness | 3

- Plant height {cm) | 80

- Scale of plant height | 4

- Scale of 1000 kernels weight | 5

- Susceptibility to Puccinia striiformis f. sp. hordei (Yellow rust) - Year 2000 5

- Susceptibility to Puccinia recondita (Leaf rust) - Year 2000 | 3

- Growth class | Hiver - Winter
- Chromosome number | 6X

http://urgi.versailles.inra.fr/sireqal Michaél Alaux 22



http://urgi.versailles.inra.fr/siregal

2‘}}%' Interoperability

+ New GnplS Portal with tools to bridge genetic and
genomic data
o Quick search: google-like
o Advanced search: biomart

- Quick search 1 Advanced search -

You can found the indexed databases list here.
BioMart

Examples: VVI*, VWIFS52, gene, fransposable element, arabidopsis
| Search: Xcfp2105-3B Submit

http://urgi.versailles.inra.fr/gnpis/

FETINRA Michaél Alaux 23



2}}’9 Quick search

+ Search for Xcfp2105-3B marker

Quick search

Advanced search
You can found the indexed databases list here.

Examples: VVI*, VVIF52, gene, transposable_element, arabidopsis, AY 109603, Xcfe107-38
@cfpmsaD Submit |

Specific modules

BioMart

Genetic maps and QTLs

EST and | Polymorphism
other sequences data

Genome

annotation data\anGenome \

K S

‘\M | ——
| - enotypic an

mc;::;rav \/ genotypic data

Proteomic data

| Plant genetic
_ressources data

http://urgi.versailles.inra.fr/gnpis/

Michaél Alaux
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Z URGl Quick search

Results

Display 10 - results per page
1 items found, displaying 1 to 1

Query parameters: Xcfp2105-3B

@ Fgroup [genome] (1) & Locus [mapping] (1)
Xcip2105-3B ¢ ¢ ¢ w| (Xcfp2105-3B % & & w

GnpGenome / \ GnpMap
(physical map) (genetic map)
Overview of thPB

o 100H R 300H 400 E B0 700m a0
Contigs

‘ Locus details

Locus name : Xcfp2105-3B

Marker name :| CEP2105

118770090 118770100

Contips Marker type : -
ctggl

Harkers

Hefp2los-38 Gene function (manual annotation) : =
BACs
3B_003_P19
36_016 B2d Assignments
3B_026_Eol
3B_026_Fol
3B_026_Fo3
3B_066_E19
3B_067_Co7
3B_067_IL5 Map name
3B_072_Mo5

3B_L63_HL4 Neighbour 080407 non_framework 3B - | 135.75

3B_168_J20

Assignments number : 1

Reliability / (source Linkage Bin Distance
map name) group k

http://urgi.versailles.inra.fr/gnpis/ Michaél Alaux
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Biomart

+ Query on wheat BAC annotation database by
clone name: 3B 018 H13

Dataset
wheat

Clone - 3B_018_H13
Attributes

Common Name

Feature Type

Feature Name

Feature Position Inferior (-1)
Feature Position Superior

Dataset
[None Selected]

= Qualifiers

Feature Identity (% for wildcard)

Label

Mote (% for wildcard)
SNP Alleles

Feature Type

m Feature

m Feature Location

Please restrict your query using criteria below

3B_018_H13

3B 002 E09 -
3B_005_B23 4
3B_028_F09

3B 028 J09 -~

3B 002 E09 -
3B 005 B23 |5
3B_018_H13
3B_025_F09
3B_025_J09
3B 039 D24
3B_042_GO05
3B_044_HO5

‘

- -

embl =
embl_isbp =
embl_ltr
embl_repeat_region
embl_repeat_unit *

Michaél Alaux 26
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+ Result

Export all results to

Email notification to

Biomart

File

Export to multiple formats

Unigue results only

- T3V =

View

10 - rowsas HTML -

Unigque re

Common Name | Feature Type

Feature Name | Feature Position Inferior (-1) | Feature Position Superior

common wheat | clone

3B 018 H13 2694206

2872749

Overview of contig.ctg954

: [
an [AAAAJ an

o 1N
t t
2700k B
Contig
ctgosd
BAC
3B_0E5_C22 3B_078_H18
3B_0L8_HL3
HRNA
- e
-3
1SBP
1SBP_cFp5065 [SBF_cFpBosT
i b
15BP_cFpa0ss
IS
3SR
5SR_GFOB070 5SR_0FOB060-CFhE0BL SSR_cFbAO7E
= = =
SSR_cFhE019
EA
S3R_cFhE0EL
=
SSR_oFbA0EZ
2
SHP
515
¥st163-30
.
TIR
TIR_rph?_TIR_00532
h
LTR
% == = omm = w

15D
TSO_rph7_TSD_0z07 TSO_rph7_TSD_0212 TSO_rph7_TSD_0216 TSO_rph?_T30_02202
| '

TS0_rph7 _TS0_0208 ‘TSD_F‘ph?_TSD_0213
' TSDJ‘ph?JSD,OZ‘OQ
' TSO_rph7_T30_0210
' T30_rph7_TS0_0z1l
‘ ITSDJ‘ph?,TSD,OZM

[ — = =
L} "

TS0_rph7_TSD_0225
i |
TSO_rph7_TSD_0217 TSO_rph?_TsD_0222 TSO_rph?_T30
I | '

TS0_rph7_TS0_0215 TSO_rph7_T30_0218 TS0_rph7_TS0_0Z24
' '

TS0_rph7_TSD_02161
‘ TS0_rph7_TSD_0z13
‘ ITSDJ‘phT,TSD,OZZO
‘TSD,r‘phT,TSIJ,OZZO:L 2 7
ITSD,r‘ph?,TSD,OZZi

TS0_rph7_TSO_0223
'



Z}JRGl Biomart

+ Query on wheat BAC annotation database:

search all genes

o New || @ Count ||[E Results W URL
‘ Please restrict your query using criteria below
wheat Qualifiers

et S

B Feature
Feature Type : gene

Attributes

Common Name
Feature Type

Feature Name Parcourir...

Feature Position Inferior (-1)
Feature Position Superior 7] Feature Type Ergﬁ;ﬂcsome i gene
contig )
Dataset Frr—

[None Selected)]

Feature Name (% for wildcard)

Strand 1~

Feature Location

M‘ INA Michaél Alaux
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+ 10 first results

Biomart

View

10 - rows as HTML ~ [T Unigue results only

Common Name

Feature Type

Feature Name

Feature Position Inferior (-1)

Feature Position Superior

common wheat | gene gene taecs rph7 mRMN 00010.1( 33127 34735
comman wheat | gene % 40010 43000
common wheat | gene ‘ene taecs rph7 mRMN 00030.1) 72434 740438
common wheat | gene ene taecs rph7 mRMN 000401 | 89018 91796
common wheat | gene [ gene taecs rph7 mRBMN 000501 [ 259927 260647
common wheat | gene I gene taecs rph7 mRMN 000601 [ 279294 286788
common wheat | gene I geng taecs rph7 mRMN 000701 | 329382 329691
common wheat | gene I gene taecs rph7 mRN 00080.1 [ 362381 366777
common wheat | gene I gene taecs rph¥ mRMN 00090.1 [ 419544 430586
common wheat | gene I gene taecs rph7 mRMN 00100.1 [ 504637 504951

Contig
ctgs5d

BRAC
3B_05_B23

gene_taecs_rph?_mRN_00010.1

nENA
—

I58P
S5k

SSR_cfbei)s

Michaél Alaux
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2‘}3’\6' ake-home messages

+ 3B physical map browser with links to genetic
mapping, SNP and BAC annotation data

http://urqi.versailles.inra.fr/gbrowse/cqi-bin/gbrowse/\WWheat FPC/

» Friendly tools to query wheat data in GnplS with the
google-like interface and biomart tool

http://urgi.versailles.inra.fr/gnpis/

TEINA Michaél Alaux 30
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