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% Cereals have diverged from a common ancestor 50-70 MYA
% Tools in biocinformatics, mathematics, statistics




o Blast
(Sfomal)

CIPCALP
(Barckground)

o Validation
{Significant)

Barley Wheat
[13 blocks = 308 orthologs] [13 blocks = 82T orthologs]

Rice
Pivotal Genome

Sorghurn aize
[12 blocks — & 147 orthologs] [30 blocks — 4 454 orthologs]

% 80% homologs - 50% single copy homologs - 20% orthologs
Plant Cell (2008) 20(1):11-24
PNAS (2009) in press




Wheat Barley
[10 blocks - 102 paralogs) [ blocks - 38 paralogs)

Rice Sorghum
[10 biocks — 383 parafogs] {8 blocks — 380 paraiogs] [17 biocks — 3 4G9 paraiogs]

% >50 % genome duplicated through polyploidy (WGD) (vs aneuploidy)

Plant Cell (2008) 20(1):11-24
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The ‘inner circle' of the cereal genomes.
Curr Opin Plant Biol. 2008 12(1):1-7
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Updating the "crop cirgle’.
Curr Opin Plant Bicl, 2005 ${2):15562

PNAS (2009) in press
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2382 expressed genes in grain, leaf, root 1440 ortholegs (12.6% conserved genes)
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% 87.4% duplicates loss via pseudogenization (structure)
% >88% duplicates neo- subfunctionalisation (function)

Nucl. Acid Res. (2009) 37(4):124-59
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| Topic: Pantesan Viscosity (PV) trait measuned with capillary viscometer |
(AVS 310 Schett Gerate, Germany) reflects the fraction of soluble
ylans, Ax) idered as dietery fibers.
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Funct. Int. Genomics (2009) in press
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